Synthesis and Purification of oligodeoxyribonucleotides (ODN)
All 8-oxoG-containing ODNs were synthesized and deprotected by the DNA-peptide core facility at the University of Utah following the manufacturer's protocols (Glen Research, Sterling, Virginia) . The crude samples were purified by semi-preparative ion exchange HPLC running the following mobile phases: A = 1.5 M LiOAc (pH 7.0) in 10% MeCN and 90% ddH 2 O, and B = 10% MeCN and 90% ddH 2 O while running a flow rate of 3 mL/min and monitoring the absorbance at 260 nm. Purification salt was removed by dialysis against ddH 2 O for 36 hr using a 3500 molecular weight cutoff (MWCO) membrane cassette.
The purified samples were used in the synthesis of Sp and Gh via the following methods. Synthesis of Gh was achieved by mixing a 20 μM solution of 8-oxoG-containing ODN in ddH 2 O at 20 o C with 120 μM K 2 IrBr 6 , while letting the reaction sit for 30 min. Synthesis of Sp was achieved by mixing a 20 μM solution of 8-oxoG-containing ODN in 10 mM NaP i (pH 8.0) buffer preincubated at 45 o C, after which 120 μM K 2 IrBr 6 was added, while letting the reaction sit for 30 min. The samples were purified using an analytical ion-exchange HPLC setup running the following mobile phases: A = 1 M LiCl, 25 mM Tris (pH 8.0) in 10% MeCN and 90% ddH 2 O, and B = 10% MeCN and 90% ddH 2 O while running a flow rate of 1 mL/min and monitoring the absorbance at 260 nm. Purification salts were removed by dialysis against ddH 2 O for 36 hr using 3500 MWCO membrane cassettes. Product purity was determined by analytical ion-exchange HPLC and product identity was determined by ESI-MS ( Figure S1 and Table S1 ).
Oligodeoxyribonucleotides were quantified by NanoDrop spectrophotometry using their extinction coefficients.
Supplemental Table and Figure Legends
Table S1. HPLC and ESI-MS analysis of the synthesized oligodeoxyribonucleotides. The (*) indicates that this value was determined on a mixture of the Sp diastereomers. Quantifications of these images were shown in Figure 9F and Figure S7F. (B) The same reactions were mixed with glycerol (5% final) and load to a native gel to visualize quadruplex DNA disruption.
Figure S9. A model for promoter activation by the glycosylase action on promoter quadruplex DNA.
When a quadruplex is present at a promoter (i.e., VEGF promoter), transcription of the downstream gene 
